Plasraid: NFIF14B 
Amino Acids: 453 

MALVRALVCCLLTAWHCRSG 20 

LGLPVAPAGGRNPPPAIGQF 4 0 

WHVTDLHLDPTYH I TDDHTK 60 

VCASSKGANASNPGPFGDVL 80 

CDSPYQLILSAFDFIKNSGQ 100 

EASFMIWTGDSPPHVPVPEL 120 

STDTVINVITNMTTTIQSLF 140 

PNLQVFPALGNHDYWPQDQL 160 

SWTSKVYNAVANLWKPWLD 180 

EEAISTLRKGGFYSQKVTTN 200 

PNLRIISLNTNLYYGPNIMT 220 

LNKTDPANQFEWLESTLNNS 240 

QQNKEKVYI IAHVPVGYLPS 260 

SQNITAMREYYNEKLIDIFQ 280 

KYSDVIAGQFYGHTHRDSIM 300 
VLSDKKGSPVNSLFVAPAVT 320 
PVKSVLEKQTNNPGIRLFQY 34 0 

DPRDYKLLDMLQYYLNLTEA 360 
NLKGESIWKLEYILTQTYDI 380 
EDLQPESLYGLAKQFTILDS 400 
KQFIKYYNYFFVSYDSSVTC 420 
DKTCKAFQ I CAIMNLDN I S Y 440 
ADCLKQLYIKHNY 4 60 



FIGURE 1 



Plasmid: NFIF7A 
Amino Acids: 3 64 



MALVRALVCCLLTAWHCRSG 


20 


LGLPVAPAGGRNPPPAIGQF 


40 


WHVTDLHLDPTYHITDDHTK 


60 


VCASSKGANASNPGPFGDVI, 


80 


CDSPYQLILSAFDFIKNSGQ 


100 


EASFMIWTGDSPPHVPVPEL 


120 


STDTVINVITNMTTTIQSLF 


140 


PNLQV FPALGNHDYW PQVY I 


160 


I AHVPVG YLP S S QNI TAMRE 


180 


Y YWEKLI DI FQKYSDVI AGQ 


200 


FYGHTHRDS IMVLSDKKGSP 


220 


VNSL FVAPAVT P VKS VLEKQ 


240 


TNNPGIRLFQYDPRDYKLLD 


260 


MLQYYLNLTEANLKGES IWK 


280 


LEYILTQTYDIEDLQPESLY 


300 


GLAKQFT ILDSKQFIKYYNY 


320 


FFVSYDSSVTCDKTCKAFQI 


340 


C AIMNLDN I S YADCLKQLY I 


360 


KHNY 


380 



FIGURE 2 



1 ATGGCGCT^GTGCGCGCACTCGTCTCCTGCCTGCTGACTGCCTGGCACTG NFIF14B 

1 ATGGCGCTGGTGCGCGCACTCGTCTGCTGCCTCCTGACTGCCTGGCACTG NF1F7A 

SI CCGCTCCCGCCXCGGGC TGCCCGTGGCGCCCGCAGGCGGCAGGAArCCTC NFIFI4B 

51 CCGCTCCGGCCTCGGGCTGCCCGTGCCGCCCCCAGGCGGCAGGAATCCTC NFIF7A 

101 CTCCGGCGATAGGACAGTTTTGGCATGTGACTGACTTACACTTAGACCCT NFIF14B 

101 CTCCGGCGATAGGACAGTTTTGGCATCTGACTGACTTACACTTAGACCCT NFIF7A 

1S1 ACTTACCACATCACAGATGACCACACAAAAGTGTGTGCTTCATCTAAAGG NF1FI4B 

1S1 ACTTACCACATCACAGATCACCACACAAAAGTGTGTGCTTCATCTAAAGG NF ] F7A 

201 TCCAAATGCCTCCAACCCTCGCCCTTTTGGAGATGTTCTGTGTCATTCTC NFIF14B 

201 TGCAAATGCCTCCAACCCTCGCCCTTTTGGAGATCTTCTGTGTCATTCTC NFIF7A 

251 CATATCAACTTATTTTGTCAGCATTTGATTTTATTAAAAATTCTGGACAA N "^' 4B 

251 CATATCAACTTATTTTGTCAGCATTTGATTTTATTAAAAATTCTGGACAA NFIH/A 

301 GAACCATCTTTCATCATATGGACACGGGATAGCCCACCTCATGTTCCTGT NFIF14B 

301 GAAGCATCTTTCATGATAXGCACACGCGATAGCCCACCTCATGTTCCTGT NF1F7A 

• ^ NFIFI4B 

351 ACCTGAACTCTGAACAGACACTGTTATAAATGTCATCACTAATATGACAA ™ > r < 

351 ACCTGAACTCTGAACAGACACTGTTATAAATGTGATCACTAATATGACAA Nrlr/A 

401 CCACCATCCAGAGTCTCTTTCCAAATCTCCAGGTTTTCC.CTGCGCTCGGT NFIFI4B 

401 CCACCATCCAGAGTCTCTTTCCAAATCTCCAGGTT7TCCCTGCGCTGGGT NFIF7A 

451 AATCATGACTATTGGCCACAGGATCAACTGTCTGTAGTCACCAGTAAAGT NFIF14B 

451 AATCATGACTATTGGCCACAGG ---------------------- - - NFIF7A 

SOI GTACAATGCAGTAGCAAACCTCTGGAAACCATGGCTAGATGAAGAAGCTA N"^ 46 

473 

551 TTAGTACTTTAAGGAAAGCTGGTTTTTATTCACAGAAAGTTACAACTAAT NF1F14B 

373 NFIF7A 

«01 CCAAACCTTAGGATCATCAGTCTAAACACAAACTTGTACTACGGCCCAAA NF1F14B 

„.,, - - - NFIF7A 

^73 

«51 TATAATGACACTGAACAAGACTGACCCAGCCAACCAGTTTGAATGGCTAG NF1FI4B 

173 NFIF7A 



"701 AAAGTACATTGAACAACTCTCAGCAGAATAAGGAGAAGGTGTATATCATA 

--------TGTATATCATA NFIF7A 

4' 3 - -- -- -- -- -- -- -- -- - 



NFIFI4B 
NFIF7A 

NFIFI4R 

^S1 GCACATGTTCCAGTGGGGTATCTGCCATCTTCACAGAACATCACAGCAAT ^ ri O 
«84 CCACATGTTCCAGTGGGCTATCTGCCATCTTCACAGAACATCACAGCAAT INrlr/A 

801 GAGAGAATACTATAATGAGAAATTGATAGATATTTTTCAAAAATACAGTG NFIF14B 
334 GAGACAATACTATAATGAGAAATTGATAGATATTTTTCAAAAGTACAGTG Nrlr/A 

NFIF14B 



8S1 ATGTCATTGCAGGACAATTTTATCGACACACTCACACAGACAGCATTATG 
584 ATGTCATTCCAGGACAATTTTATGGACACACTCACAGAGACAGCATTATG 

NFfFHB 



901 GTTCTTTCAGATAAAAAAGGAACTCCAGTAAATTCTTTGTTTGTGGCTCC 
634 GTTCTTTCAGATAAAAAAGGAAGTC 



CAGTAAATTCTTTGTTTGTGGCTCC NFIF7A 



FIGURE 3 



9S1 
C8 4 



TGCTGTTACACCAGTGAAGAGT 
TGCTGTTACACCAGTGAAGAGT 



T T T T A G A^A AAACAGACCAACAATCCTG NFIF14B 
TTTTAGAAAAACAGACCAACAATCCTG NFEF7A 



1001 GTATCAGACTGTTTCAGTATGATCCTCGTGATTATAAATTATTGGATATG 
734 GTATCAGACTGTTTCAGTATGATCCTCGTGATTATAAATTATTGGATATG 



IOS1 TTGCAGTATTACTTGAATCTGACAG 
784 TTGCAGTATTACTTGAATCTGACAGAGGC 



GGCGAATCTAAAGGGAGAGTCC 
GAATCTAAAGGGAGAGTCC 



1101 CTGGAAGCTGGAGTATATCCTGACCCAGACCTACGACATTGAAGATTT 
634 CTGGAAGCTGGAGTATATCCTGACCCAGACCTACGACATTGAAGATTT 



NFFF14B 
NFEF7A 

NFIF14B 
NFIF7A 

NFIFI4B 
NFIF7A 



1151 AGCCGGAAAGTTTATATGGATTAGCTAAACAATTTACAATCCTAGACAGT NFIF14B 

884 AGCCGGAAAGTTTATATGGATTAGCTAAACAATTTACAATCCTAGACAGT NFIF7A 

1201 AAGCAGTTTATAAAATACTACAATTACTTCTTTGTGAGTTATGACAGCAG NFIF14B 

934 AAGCAGTTTATAAAATACTACAATTACTTCTTTGTGAGTTATGACAGCAG NFIF7A 



i251 TGTAACATGT 
98 4 TGTAACATGT 



GATAAGACATGTAAGGCCT 
GATAAGACATGTAAGGCCT 



TCAGATTTGTGCAATTAT 
TCAGATTTGTGCAATTAT 



G A NFIF14B 

G A NFIF7A 



1301 atcttgataatatttcctatgcagatt'-gcctcaaacagctttatataaag NFIF14B 
303 4 atcttgataatatttcctatgcagattgcctcaaacagctttatataaag f^fFIF7A 



1351 CACAATTACTAG 
1084 CACAATTACTAG 



NFIF14B 
NFIF7A 



FIGURE 3 (CONT'D) 



NFkB Reporter with NF1F 
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FIGURE 5 



NFkB Reporter with NF1F 
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FIGURE 6 
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FIGURE 7 
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